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<110> Merck & Co., Inc. 

<120> MURE GENE AND ENZYME OF PSEUDOMONAS 
AERUGINOSA 

<130> 20195P 

<140> 10/070,775 
<141> 2002-03-07 

<150> 60/154,117 
<151> 2000-09-15 

<160> 4 

<170> FastSEQ for Windows Version 4.0 

<210> 1 
<211> 1499 
<212> DNA 

<213> Pseudomonas aeruginosa 
<400> 1 

atgcctatga gcctgagcca actgtttccc caggccgagc gcgatctgct gatccgcgag 60 
ctgaccctgg atagccacgg cgttcgtccg gtcgacctgt tcctgacggt tccgggcggg 120 
caccaggatg gtcgtgcgca catcgccgat gccctgacca agggcgcgac tgccgtggct 180 
tacgaggcgg aaggcgccgg agagttgccg cccagcgatg cgccgctgat cgcggtgaag 240 
gggctggccg cgcaactgtc ggcggtcgcc gggcgtttct acggcgagcc gagccgcggg 300 
ctggacctga tcggcgtcac cggcaccaac ggcaagacca gcgtcagcca actggtggcc 3 60 
caggccctgg atctgctcgg cgagcgctgc ggcatcgtcg gcaccctcgg caccggtttc 420 
tacggcgccc tggagagcgg ccggcacacc acgccggacc cgctcgcggt gcaggccacg 480 
ctggccacgc tgaagcaggc cggcgcccgc gcggtagcga tggaagtgtc ttcccacggc 540 
ctcgaccagg gccgcgtggc ggcgctcggc ttcgatatcg cggtgttcac caatctgtcc 600 
cgcgaccacc tcgactatca cggttcgatg gaagcctatg ccgccgccaa ggccaagctg 660 
ttcgcctggc cggacctgcg ctgccgggtg atcaacctgg acgacgattt cggccgtcga 720 
ctggccggcg aggagcagga ctcggagctg atcacctaca gcctcaccga cagctcggcg 780 
ttcctctatt gccgcgaagc gcgcttcggc gacgccggca tcgaggcggc gctggtcact 840 
ccgcacggcg agggcctgct gcgcagcccg ttgctcggcc gcttcaacct gagcaacctg 900 
ctggcggcgg tcggtgcgtt gcttggcctg ggttatcccc tgggcgatat cctccgcact 960 
ttgccgcaac tgcaggggcc ggtcggccgc atgcagcgcc tgggaggcgg cggcaagccg 1020 
ctggtggtgg tggactacgc gcatactccc gacgccctgg aaaaagtcct ggaggccctg 1080 
cgtccgcacg cggccgcgcg cctgctgtgc ctgttcggct gcggtggcga tcgcgatgcc 1140 
ggcaagcgtc cgctgatggc tgcgatcgcc gaacgcctgg cggatgaggt gctggtcacc 1200 
gacgacaacc cgcgcaccga ggccagtgcg gcgatcatcg ccgatatccg caaaggcttc 1260 
gctgccgctg acaaggttac cttcctgccg tcgcgcggtg aggcgatcgc ccatctgatc 1320 
gcttccgctg cggtggatga cgtggtgctc ctggccggca agggtcacga ggattatcag 1380 
gagatcgacg gcgtacgcca tccgttctcc gacatcgagc aggccgagcg cgccctggcc 1440 
gcctgggagg tgccgcatgc ttgagcctct tcgcctcagc cagttgacgg tcgcgctgg 1499 

<210> 2 
<211> 487 
<212> PRT 

<213> Pseudomonas aeruginosa 
<400> 2 

Met Pro Met Ser Leu Ser Gin Leu Phe Pro Gin Ala Glu Arg Asp Leu 

15 10 15 

Leu He Arg Glu Leu Thr Leu Asp Ser His Gly Val Arg Pro Val Asp 
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20 25 30 

- Leu Phe Leu Thr Val Pro Gly Gly His Gin Asp Gly Arg Ala His He 
35 40 45 

Ala Asp Ala Leu Thr Lys Gly Ala Thr Ala Val Ala Tyr Glu Ala Glu 

50 55 60 

Gly Ala Gly Glu Leu Pro Pro Ser Asp Ala Pro Leu He Ala Val Lys 
65 70 75 80 

Gly Leu Ala Ala Gin Leu Ser Ala Val Ala Gly Arg Phe Tyr Gly Glu 

85 90 95 

Pro Ser Arg Gly Leu Asp Leu He Gly Val Thr Gly Thr Asn Gly Lys 

100 105 HO 

Thr Ser Val Ser Gin Leu Val Ala Gin Ala Leu Asp Leu Leu Gly Glu 

115 120 125 

Arg Cys Gly He Val Gly Thr Leu Gly Thr Gly Phe Tyr Gly Ala Leu 

130 135 140 

Glu Ser Gly Arg His Thr Thr Pro Asp Pro Leu Ala Val Gin Ala Thr 
145 150 155 160 

Leu Ala Thr Leu Lys Gin Ala Gly Ala Arg Ala Val Ala Met Glu Val 

165 170 175 

Ser Ser His Gly Leu Asp Gin Gly Arg Val Ala Ala Leu Gly Phe Asp 

180 185 190 

lie Ala Val Phe Thr Asn Leu Ser Arg Asp His Leu Asp Tyr His Gly 

195 200 205 

Ser Met Glu Ala Tyr Ala Ala Ala Lys Ala Lys Leu Phe Ala Trp Pro 

210 215 220 

Asp Leu Arg Cys Arg Val He Asn Leu Asp Asp Asp Phe Gly Arq Ara 
225 230 235 240 

Leu Ala Gly Glu Glu Gin Asp Ser Glu Leu He Thr Tyr Ser Leu Thr 

245 250 " 255 

Asp Ser Ser Ala Phe Leu Tyr Cys Arg Glu Ala Arg Phe Gly Asp Ala 

260 265 270 

Gly He Glu Ala Ala Leu Val Thr Pro His Gly Glu Gly Leu Leu Arg 

275 280 285 

Ser Pro Leu Leu Gly Arg Phe Asn Leu Ser Asn Leu Leu Ala Ala Val 

290 295 300 

Gly Ala Leu Leu Gly Leu Gly Tyr Pro Leu Gly Asp He Leu Arg Thr 
305 310 315 320 

Leu Pro Gin Leu Gin Gly Pro Val Gly Arg Met Gin Arg Leu Gly Gly 

325 330 335 

Gly Gly Lys Pro Leu Val Val Val Asp Tyr Ala His Thr Pro Asp Ala 

340 345 350 

Leu Glu Lys Val Leu Glu Ala Leu Arg Pro His Ala Ala Ala Arg Leu 

355 360 365 

Leu Cys Leu Phe Gly Cys Gly Gly Asp Arg Asp Ala Gly Lys Arg Pro 

370 375 380 

Leu Met Ala Ala He Ala Glu Arg Leu Ala Asp Glu Val Leu Val Thr 
385 390 395 400 

Asp Asp Asn Pro Arg Thr Glu Ala Ser Ala Ala He He Ala Asp He 

405 410 415 

Arg Lys Gly Phe Ala Ala Ala Asp Lys Val Thr Phe Leu Pro Ser Arg 

420 425 430 

Gly Glu Ala He Ala His Leu He Ala Ser Ala Ala Val Asp Asp Val 

435 440 445 

Val Leu Leu Ala Gly Lys Gly His Glu Asp Tyr Gin Glu He Asp Gly 

450 455 460 

Val Arg His Pro Phe Ser Asp He Glu Gin Ala Glu Arg Ala Leu Ala 
46 5 470 475 480 

Ala Trp Glu Val Pro His Ala 
485 
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<210> 3 
• <211> 28 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR Primer 
<400> 3 

tttcatatgc ctatgagcct gagccaac 

<210> 4 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR Primer 
<400> 4 

tttggatcct caagcatgcg gcacctc 



